
 

 

 
 

JAWAHARLAL INSTITUTE OF POSTGRADUATE MEDICAL EDUCATION & 

RESEARCH (JIPMER) 
(An institution of National Importance under the Ministry of Health & Family Welfare, Govt. of India) 

Dhanvantari Nagar, Puducherry-605006. 
 

               Date: 20-05-2026 

 

Enq. No. JIP/Biochem/Limited Tender/Extramural/MR/ICMR-SG/1/2026-27 

 

To 

Dear Sir/Madam, 

 

Sub: Limited quotation invited by Department of Biochemistry for ICMR-funded extramural project 

from national firms/institutes with experience and expertise to perform-regarding 

 

Please quote your lowest rate for Whole Proteome Profiling service as per the list given 

overleaf/attached, subject to the following terms and conditions. 

 

1 Rates should be quoted only for the items which are available in stock and can be supplied immediately 

on receipt of order. 

2 GST as applicable.  

3 No insurance charges are payable as per the rules in the Government. As such, the firms before quoting 

should take into consideration all the risks in the transit and then furnish limited tender which should 

cover insurance charges also. If any point is raised as regards insurance charges after orders are issued, 

the same will not be entertained and the firms thereafter should affect the supply at their own cost. 

4 Rates should be quoted F.O.R Department of Biochemistry office, JIPMER, Puducherry door delivery. 

Extra packing, forwarding charges etc. should not be quoted. 

5 Delivery is required urgently. Tenders should please state the guarantee delivery period they can offer. 

As delivery date is essence of the contract, this should be strictly adhered to by the successful tenders. 

Items to be supplied within 30 days of receipt of supply order. 

6 No supply, which is not according to the specifications and not meeting our requirement, will be 

accepted. 

7 The Director/ Principal investigator shall have the right of rejecting the limited tender in whole or part 

without assigning any reason therefore. 

8 In case of high precision instruments, the firms should give a guarantee certificate for their satisfactory 

performance. 

9 HSN code should be included of each item and GST should be given as per govt rules. 

10 All products should be mentioned as per specification in the tender document mentioned. 

11 Limited tender quotations should be sent only by Certificate of Posting/ Registered Post/ Speed Post. 

Hand quotations & Emails are not accepted. 

12 Brand name, Model as applicable is to be mentioned for every item quoted. 

13 Price should be quoted separately for each serial number under each item. The firms participating in 



JAWAHARLAL INSTITUTE OF POSTGRADUATE MEDICAL EDUCATION & 
RESEARCH (JIPMER) (An institution of National Importance under the Ministry of Health & Family Welfare, Govt. of India) 

Dhanvantari Nagar, Puducherry-605006. 
the limited quotation must have registered with the Purchase section of JIPMER before last day to submission. If not, the firms may be registered before quoting their rates. Quotations from unregistered 
firms will not be accepted. For more details in this regard please see "Tender section of JIPMER 
website https:/www.ipmer.cdu.in/tender. 

14 Rate quoted has to be valid up to 3 years from the purchase order and the vendor has to ensure that 
they will supply for three years. 

15 Some of the items may require staggered supply. Vendor should comply to this request. 
16 The manufacturer and the items have to be approved by standard regulatory bodies. 
17 The firm should ensure that they are supplying at least all the components of particular one item. 
18 Tender should contain technical as well as price bid. 
19 After product delivery, on-site technical assistance has to be provided by the company for proper 

working of the product. 
20 Please furnish vour limited tender in a sealed cover superscribing as: Limited tender for Whole 

Proteome Profiling service. Limited tender quotation should be in the name of The Director, 
JIPMER" and sent to the postal address: Dr. Medha R, Professor of Biochemistry, JIPMER, 
Dhanvantari Nagar, Puducherry-605006, India. 

Eng. No. JIP/Biochem/Limited Tender/Extramural/MR/ICMR-SG/1/2026-27 Dated: 20 May 2026 
Limited tender quotations should reach this office on or before 20 June 2026 by 4.30 P.M. 
Limited Tender received after the due date will be summarily rejected. 

Yours faithfully, 

Medha R. 
(Dr. Medha R) 

qrard IProfessor 
ulayg faşR Biochemistry 

foretR JIPMER 
gd/ Puducherry - 605 006 



JAWAHARLAL INSTITUTE OF POSTGRADUATE MEDICAL EDUCATION & 
RESEARCH (JIPMER) 

(An institution of National Importance under the Ministry of Health & Family Welfare, Govt. of India) 
Dhanvantari Nagar, Puducherry-60S006. 

Attach the below listed annexurcs in addition to compliance certificate with the specifications (both 
genera and technical) 

1. Proof of the equipment in the name of the company/ authorization access to respective sequencing 
platforms. 
The vendor should demonstrate prior experience in proteomics projects involving human biological 
samples, supported by relevant publications, work orders, or testimonials. Service provider should 
submit 3 user testimonials for successful completion of project in a time bound manner, with contact 
information including phone number and email of previous clients along with supply orders. 

3. Service provider should submit certificate indicating that Scientists/Researchers from the institute 
are permitted to visit their facility and interact at any time. 

4. Filled and signed evaluation table as in the document 
s. JIPMER vendor registration certificate 
6. Panphlet of service information with the quotation 

Medha R 
urf IProfessor 
fyt JIPMER 

e di! Puducherry -605 006 
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Technical specifications for Whole Proteome Profiling services  

 

1 The complete scope of work should be done by the vendor within India. Samples should not be sent out of 

India. 

2 The vendor should provide documentary evidence of access to an in-house or authorized high-resolution 

LC-MS/MS facility with nano-LC capability suitable for label-free proteomics and post-translational 

modification (PTM) analysis, including applications such as phosphorylation and glycosylation studies. 

The system should support high-resolution MS acquisition with minimum specifications equivalent to MS1 

resolution ≥60,000 and MS2 resolution ≥30,000. The workflow should demonstrate adequate depth of 

proteome coverage with identification of a substantial number of unique proteins in standard human 

plasma/urine reference samples using high-resolution LC-MS/MS–based proteomics workflows. Certified 

vendors will be given preference. Preference will be given to vendors possessing fully operational in-house 

LC-MS/MS and bioinformatics infrastructure within India. 

3 Experience in handling human blood proteomics datasets and qualified technical staff and service support 

within India. 

4 The lab should provide in-house hands-on training for PI and one other research staff for both wet and 

dry lab activities for a period of 2 weeks. If not clearly specified in your tender document, the tender will 

stand to be rejected. 

5 For blood plasma and urine samples provided by the principal investigator, protein extraction must be 

performed using a standard kit and quality confirmation should be done using spectrometer and Qubit test 

prior to further processing. The QC results should be shared with the PI within 5 working days of receipt 

of the samples. 

6 The vendor should provide confirmed order copies from government institutions for working on whole 

proteome profiling projects. 

7 Proof of Bioinformatics facility: Declaration for in-house bioinformatics/dry lab facility and team in India 

should be provided, partner/collaborator company installation certificate located abroad will not be 

considered.  

8 The vendor should have demonstrated scientific capability for the successful completion of undertaken 

proteomics, as documented by the vendor having research publications in peer reviewed journals on 

proteome profiling and differential expression study. The vendor should have done at least one such project 

in an INI/government Institute. Appropriate documents to support this claim should accompany the 

proposal along with the contact information including phone numbers and email addresses of the PI 

involved. (list to be provided with the tender proposal). 

9 Establishment of firm: Firm should have experience in handling whole proteome projects and testimonial 

for the successful completion should be provided (minimum three, preferably in INIs/government 

institutions). 

10 Either one order of 60-70 lacs or 2 orders of 40 lacs in last 2 years to be furnished and proof to be provided 

11 The vendor should specify the government service tax in the financial bid. 



 

 

 
 

JAWAHARLAL INSTITUTE OF POSTGRADUATE MEDICAL EDUCATION & 

RESEARCH (JIPMER) 
(An institution of National Importance under the Ministry of Health & Family Welfare, Govt. of India) 

Dhanvantari Nagar, Puducherry-605006. 
12 The firm should not be blacklisted/debarred/banned by any government department/ public sector 

undertaking.  (self- declaration) 

13 If required, the vendor will be called for technical presentation to showcase the expertise on data analysis. 

14 Necessary training and bioinformatics support for this project would be provided by the vendor for staff 

and PI. 

15 PRIDE (EMBL-EBI) data submission along with publication support to be provided. 

16 Raw data and analysis results to be maintained by the firm in their servers for more than 120 working days. 

17 A total of 120 samples (60 blood plasma + 60 urine) will be provided in this project for label free 

quantification method. It will be the responsibility of the service provider to collect the samples from the 

lab and appropriate transportation should be performed by the vendor to the profiling center and maintain 

frozen condition while transporting of samples in order to maintain integrity of the sample during transport. 

The client will not provide any payment for the transportation of the samples.  Price quotes should be 

inclusive of all services as per the specifications including sample pickup from the Institute. If multiple 

pickups are required, no additional charges will be paid after the tender is finalized 

18 Sample proteome QC analysis should be performed at no extra cost, and the QC report should be submitted 

to the PI within 5 working days after receiving the samples. Raw LC-MS/MS data files, processed clean 

data files and complete proteomics analysis details should be delivered to the PI after sample QC is 

completed. Technical reproducibility metrics including coefficient of variation (CV%) for QC samples 

should be reported. 

19 Price for each service must be quoted separately. The rate for profiling with and without bioinformatics 

analysis and data size has to be mentioned separately. 

20 Service provider will take concurrence of the client before proceeding to each step i.e. from QC to 

integrated data analysis. 

21 The pricing should remain the same regardless of the number of comparison groups. 

22 The bidder should provide evidence of publications in PubMed indexed journals and/or copy of supply 

order from other institutions from the whole proteomics work carried out by them. 

23 All reagents and consumables used in protein extraction, peptide preparation, LC-MS/MS analysis and 

subsequent process must be of standard quality. Any major deviation during the process may result in 

termination of the contract. 

24 Capability to deliver high-quality raw proteomics data and bioinformatics analysis output in a timely and 

efficient manner (90-95% of total peptide/protein identifications must meet a false discovery rate ≤1%). A 

complete summary of all LC-MS/MS runs, raw data files, processed clean data files and all other output 

files should be provided. QC reports must include details on data size, peptide/protein identification counts, 

MS/MS spectra quality, retention time distributions and resolution metrics. Details of the bioinformatics 

platform and pipeline should be mentioned clearly in the tender document. Data and report should be 

presented to the client after the completion of the project. Machine sensitivity data with complex standards 

must be provided along with results. 

25 The vendor should provide access to an online platform for real-time tracking of samples and accessing 

reports. A pamphlet of service information should be attached along with the quotation. 

26 No advance or part payment will be given. Payment will be made after complete satisfaction of results. 

Company should promise to repeat samples free of cost if there is no satisfactory data. Unsatisfactory data 

shall include datasets where peptide-spectrum match (PSM), peptide, or protein-level false discovery rate 

(FDR) exceeds 1%. 
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Dhanvantari Nagar, Puducherry-605006. 
27 Raw data should be generated after samples pass QC and the raw data should be shared in HDD or FTP 

along with an analysis report within 2 weeks after sample QC. If a sample fails QC due to vendor handling, 

extraction errors, or machine issues, it must be repeated free of cost. 

28 The acceptance criteria shall include: 

 Protein and peptide FDR ≤1%  

 Acceptable QC metrics  

 Consistent retention time alignment  

 Satisfactory internal standard performance  

 Successful completion of all agreed bioinformatics deliverables. 

 

29 The vendor should fulfill all the specifications mentioned above. 

30 The quotation should carry at least one year of validity  

31 All raw data, processed data, reports, intermediate files, and associated analyses generated under this 

project shall remain the intellectual property of JIPMER and the Principal Investigator. 

32 The vendor shall maintain strict confidentiality regarding all patient/sample metadata and generated data. 

No data shall be shared, reused, or published without written approval from the Principal Investigator and 

JIPMER. 

33 The analysis prices are to be quoted in INR 

34 Timelines for the above assignment for strict compliance by the vendor: 

Stage Timeline 

Sample QC Within 5 working days 

Raw data generation Within 21 working days 

Bioinformatics analysis Within 45 working days 

Final report delivery 
Within 60 working days (any delay beyond 60 days will attract a penalty of 

10% of the tender value). 

 

Specifications Samples 

         Whole Proteome Profiling: 

1 Type of analysis: Whole Proteome profiling and differential proteome analysis of 

plasma and urine to identify, quantify and study differential expression analysis as 

per experimental design. 

2 Instrument platform: LC-MS/MS 

3 Sample type: Blood plasma and urine  

4 Sample count: 60 participants × 2 sample types = 120 samples 

5 Analyte panel: Protein 

6 Sample preparation (trypsinization, desalting of peptides) should be done by the 

vendor, using well established protocols. 

Quote per sample 
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7 The vendor has to provide all the standards required for analysis. 

8 Vendor should undertake the extraction of proteins from the samples provided by 

the laboratory using standard protocols. Extraction of proteins should be carried 

out using established protocols to maximize proteome coverage. If abundant 

protein depletion or fractionation workflows are employed, the methodology 

should be clearly specified and uniformly applied across all samples. 

9 Quantification method: Label free quantification method 

10 Hardware: label free analysis of samples including protease digestion and total 

proteomics data analysis on nano-UHPLC MS/MS with 2 or 3µm C18 particle 

column (30 - 50 cm length) chromatography and profiling using high-resolution 

mass spectrometry system/instrument. 

11 MS data resolution: Minimum MS1 resolution 60000 and MS2 resolution of 30000. 

12 Machine sensitivity data with complex standards must be provided along with 

results. Machine performance and sensitivity data using standard complex 

proteomic reference materials (e.g., HeLa or HEK293 digest standards) should be 

provided along with QC metrics and representative identification statistics. Vendor 

must provide quality control data before processing all the samples. 

13 The bidder/firm has to provide all the standards required for analysis. Method 

development and validation is must to do before samples processing. Customized 

databases should also be included. Shall perform expression studies and 

comparative studies including indicating the number of proteins identified etc. 

14 Data analysis:  

a. Raw data must be searched with search engines with minimum MS1 tolerance 

of 10ppm and MS2 tolerance from 0.02 Da. Processing software must include 

at least two independent search engines, including MaxQuant, MSFragger, 

Comet or Mascot (Specify the software used).  

b. Sample QC, digestion QC, LC-MS/MS QC and bioinformatics QC reports 

must be provided. 

c. Sample wise identification and quantification of proteins for all the samples.  

d. Normalization of Protein quantification data and sample correlation analysis 

should be performed. 

e. The false discovery rate for identifying the proteins should not exceed 1%. 

f. At least ≥90% peptide identifications with FDR <1%; QC reports must include 

peptide length distribution and identification rates. 

g. Differential protein expression profiling using label free quantification. 

h. Statistical analysis using t-test or ANOVA, multiple-testing correction 

(FDR/Benjamini-Hochberg), Differential protein expression and comparative 

analysis including fold-change calculation, protein abundance, annotation, 

ontology annotation, bioinformatics analysis, Venn diagram for overlap 

analysis of identified proteins across groups, protein-protein interaction (PPI) 

network analysis and high-resolution publication quality figures must be 

provided in the report. 
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i.  Functional and pathway enrichment analysis: Differentially expressed 

significant proteins and peptides need to separate out. KEGG pathway analysis 

must be performed for selected significant proteins with statistical validation 

using adjusted p values. 

j. Uniquely identified proteins sheet for each sample condition. 

k. Gene ontology enrichment annotations: biological processes, molecular 

functions and cellular components. 

l. Data visualization on statistically significant proteins including Heat-map, 

correlation plot, volcano plot, PCA and etc. 

m. Presentation on data analysis 

15 Complete data analysis support along with raw files submission to database 

repository should be provided. 

16 Compiled material and methods for publication support as per international 

standards according to the requirement of the Principal Investigator should be 

provided. 

17 The complete scope of work should be done by the vendor within India. Sending 

the samples/data out of India at any point will not be allowed. 

18 The details of the progress of experiment should be intimated to the Principal 

Investigator and further processing in case of any issues shall be based on the 

instructions of the Principal Investigator only. 

19 The protocol used should be supported by other publications and aligned with the 

standard workflow. 

20 The outline of the data analysis work flow including details of software versions, 

search engines and pipelines should be shared along with the reference. 

21 Vendor should provide all QC report and raw data through FTP protocol, having 

read-me file with explanation. 

22 Standard and advanced bioinformatics analysis report with high quality figures, 

statistical analysis, integration of clinical data to be provided. Support in providing 

write-up method for manuscript purpose.  

23 Price for each service must be quoted separately. Rate for profiling with and 

without bioinformatics analysis and data size has to be mentioned separately. 

 

Evaluation Table: 

S.No. Specification Unit 

price 

(per 

sample) 

Total 

price 

(120 

samples) 

GST Total 

with 

GST 

1.  Protein extraction and QC     

2.  Proteomics Workflow and Data Analysis: Quantification, SDS-

PAGE quality assessment, trypsin digestion, peptide desalting, 

peptide yield QC, and LC-MS/MS profiling shall be performed 
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using a high-resolution LC-MSMS platform capable of achieving 
minimum MSI resolution of 60,000 and MS2 resolution of 30,000 
or cquivalent performance. The workflow should support deep 
protcome coverage, routinely achieving high-depth protein 
identification appropriate for plasma and urine samples using 
established high-resolution proteomics workflows. Peptide/protcin 
identification shall be performed with a false discovery rate (FDR) 
of <1%, with robust peptide identification performance across runs. 
Quality Control Metrics: Inclusion of standard QC runs (e.g., 
HEKHeLa digest standards or equivalent), monitoring of peptide 
length distribution, mass accuracylerror, chromatographic 
performance, identification consistency, and submission of a 
comprehensive QC report for all analytical runs. 
Bioinformatics and Statistical Analysis: Comprehensive 
downstream analysis including protein identification, label-free 
quantification, normalization, differential expression analysis, fold 
change estimation, t-test/ANOVA with FDR correction, principal 
component analysis (PCA), clustering, volcano plots, heatmaps, 
correlation analysis, pathway enrichment, ontology enrichment, 
protein protein interaction (PPI) network analysis, and integration 

with available clinical metadata. The vendor should provide 
publication-quality/manuscript-ready figures, summary reports, and 
basic manuscript support for interpretation of proteomics findings. 

Medha R 
<uITRi Professor vildn làsiI Biochemistcy 
fo! JIPMER 

qa Puducherry - 605 006 
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